Wednesday morning oral sessions  by unknown
14S 52nd ASMS Conference on Mass Spectrometry 
Tryptophan; Mary T.  Rodgers; Chunhai Ruan; Wayne 
State University, Detroit, MI 
MASS SPECTROMETRY CONTRIBUTIONS TO 
IMMUNOLOGY 
Chair:  Kenneth Tomer 
Room:  Presidential Ballroom South 
TOEpm 03:00 Mass Spectrometry and Vaccine Bioprocessing; 
Steven L. Cohen Merck Research Laboratories, West 
Point, PA 
TOEpm 03:20 Affinity-Proteomics and Mass Spectrometric 
Epitope Mapping: Powerful Tools for Identification 
of ß-Amyloid-derived Vaccine Lead Structures 
against Alzheimer's Disease; Michael Przybylski1; 
Xiaodan  Tian1; Roxana  Cecal1; Marilena Manea1; 
Erika  Amstalden1; Ferenc Hudecz2; JoAnne 
McLaurin3; Peter St.George-Hyslop3; 1University of 
Konstanz, Konstanz, Germany; 2E. Lorand University, 
Budapest, Hungary; 3University of Toronto, Toronto, 
Canada 
TOEpm 03:40 Protein Interactions via Mass Spectrometry:  
Searching for Antigenic Determinants on HIV p24; 
Jason G. Williams1; Susan Zolla-Pazner2; Kenneth B. 
Tomer1; 1NIEHS, Research Triangle Park, NC; 2New 
York VA Medical Center, NYU School of Medicine, 
New York, NY 
TOEpm 04:00 Isotope Labeling vs 2D-LC Fractionation for 
Identifying HLA Class II Bound Peptides of Viral 
Origin; Kenneth L. Johnson; Inna G. Ovsyannikova; 
Gregory A. Poland; David C. Muddiman; Mayo Clinic 
College of Medicine, Rochester, MN 
TOEpm 04:20 Leukocyte Glycosphingolipid Epitopes; Jasna  Peter-
Katalinic; Johannes  Muething; Institute for Medical 
Physics and Biophysics, Muenster, Germany 
TOEpm 04:40 Unraveling the Molecular Circuitry in 
Immunological Signaling Cascades Using  
Phosphoproteomics; Arthur R. Salomon; Scott B. 
Ficarro; Laurence M. Brill; Eric C. Peters; GNF, San 
Diego, CA 
SOLUTION VS. GAS PHASE BIOMOLECULE STRUCTURE 
Chair:  Evan Williams 
Room:  Presidential Ballroom North 
TOFpm 03:00 Hydration Energetics of Metallated Amino Acids; 
Peter B Armentrout; Sha Ye; Robert  Moision; 
University of Utah, Salt Lake City, UT 
TOFpm 03:20 Formation of Solution-Phase Structure in the Gas 
Phase: The Effect of Intermolecular Interactions 
and Water on Amino Acid Zwitterion Stability; 
Andrew S. Lemoff; Matthew F. Bush; Evan R. 
Williams; University of California, Berkeley, CA 
TOFpm 03:40 Solution Phase Structures Can Be Sprayed into the 
Gas Phase and Survive: Some Examples and Some 
Reasons Why; Michael T. Bowers; Thomas 
Wyttenbach; Summer Bernstein; Alesanndra Ferzoco; 
Erin Baker; UCSB, Santa Barbara, CA 
TOFpm 04:00 DNA and DNA Complexes: from the Solution to the 
Gas Phase; Valerie Gabelica; Frederic Rosu; Edwin De 
Pauw; University of Liege, Liege, Belgium 
TOFpm 04:20 Conformational Reorganization of Proteins during 
Electrospray Ionization; Kathrin Breuker1; Huili 
Zhai2; Seong Kang2; Brian R. Crane2; Fred W. 
McLafferty2; 1University of Innsbruck, Innsbruck, 
Austria; 2Cornell University, Ithaca, NY 
TOFpm 04:40 Solution vs Gas Phase Protein Structure as Studied 
by Sonic Spray and Ion Soft Landing; Zoltan Takats; 
Justin M. Wiseman; R. Graham Cooks; Purdue 
University, West Lafayette, IN 
WEDNESDAY MORNING ORALS 
 
THE ART OF NANO LC/MS 
Chair:  Catherine Stacey 
Room:  Delta Ballroom A 
WOAam 10:15 Comprehensive Proteomics Using Gels, Isoelectric 
Focusing, Chromatographic Fractionation and Gas 
Phase Fractionation; Linda Breci; Leah Bennett; 
Jessica  Letarte; Matthew Keeler; Emily Hattrup; 
Roxane Johnson; Paul A.  Haynes; The University of 
Arizona, Tucson, AZ 
WOAam 10:35 The Characterisation of Human 14-3-3 Cell 
Regulation Proteins by LC-MALDI QqTof; Chris  
Lock1; Calvin Lau1; Jing Jang2; Anthony Pawson2; 
1MDS Sciex, Concord, ON, Canada; 2Samuel Lunenfeld 
Research Institute, Toronto, ON, Canada 
WOAam 10:55 Performance and Design Features of a New Direct-
Flow NanoLC System; Jeffrey W. Finch; Hongji Liu; 
Santiago Vazquez; Steven A. Cohen; Theodore A. 
Dourdeville; Dennis DellaRovere; Stanley Koziol; 
Steven  Ciavarini; Christopher C.  Benevides; Waters 
Corporation, Milford, MA 
WOAam 11:15 An Evaluation of Extended Length Reverse Phase 
Capillary Columns for Simple LC/MS Peptide 
Mapping and for Complex Proteomic Separations; 
Andrew W. Guzzetta; Allis C. Chien; Stanford 
University, Stanford, CA 
WOAam 11:35 The Impact of Monolithic Nano Columns in MS 
Proteomics; Jean-Pierre Chervet1; Mark van Gils2; 
Nebosja Avdalovic2; Remco Swart1; 1LC Packings - A 
Dionex Company, Amsterdam, The Netherlands; 
2Dionex Corp., Sunnyvale, CA 
WOAam 11:55 A Peptide Pre-Concentration Approach for Nano-
HPLC to Diminish Memory Effects; Heike Schaefer1; 
Jean-Pierre Chervet2; Christian Bunse1; Cornelia 
Joppich1; Helmut E. Meyer1; Katrin Marcus1; 1Medical 
Proteome-Center, Ruhr-University of Bochum, Bochum, 
Germany; 2LC Packings Dionex, Amsterdam, The 
Netherlands 
INSTRUMENTATION AND TECHNIQUES FOR QUADRUPOLE 
ION TRAPS AND LINEAR ION TRAPS 
Chair:  Jennifer Brodbelt 
Room:  Delta Ballroom B 
WOBam 10:15 Fundamentals and Applications of Hybrid 
Quadrupole-Linear Ion Trap Technology (QqQlinear 
ion trap); James W. Hager MDS SCIEX, Concord, 
Canada 
WOBam 10:35 New Developments in Ion/ion Reactions in 
Electrodynamic Ion Traps; Scott A. McLuckey1; Jin 
Wu1; Yu Xia1; Kelly A. Newton1; Min He1; James W. 
Hager2; Frank A. Londry2; 1Purdue University, West 
Lafayette, IN; 2MDS Sciex, Toronto, ON, CA 
WOBam 10:55 Parallel MS/MS on a Quadrupole Ion Trap via 
Differential Ion Accumulation; Jonathan Wilson; 
Richard W. Vachet; University of Massachusetts, 
Amherst, MA 
WOBam 11:15 Simultaneous Trapping of Positive and Negative 
Ions in RF Linear Multipole Ion Traps For 
Performing Ion-Ion Experiments; John E. P.  Syka1; 
Joshua J.  Coon1; Jae C.  Schwartz2; Jeffery C. 
Shabanowitz1; Donald F. Hunt1; 1University of Virginia, 
Charlottesville, VA; 2Thermo Electron Corp., San Jose, 
CA 
WOBam 11:35 Ion-Electron Reactions in a Quadrupole Ion Trap: 
Realization, First Results and Prospects; Oleg A. 
Silivra1; Igor A. Ivonin1; Frank Kjeldsen1;   2; Roman 
52nd ASMS Conference on Mass Spectrometry 15S 
A. Zubarev 1; 1Uppsala University, Uppsala, Sweden; 
2University of Southern Denmark, Odense, Denmark 
WOBam 11:55 Digital Ion Trap Mass Spectrometer Developed for 
MSn Application; Li Ding; Michael Sudakov; 
Francesco Brancia; Roger Giles; Sumio Kumashiro; 
Shimadzu Research Laboratory (Europe) Ltd., 
Manchester, UK 
MEMBRANE PROTEINS & HYDROPHOBIC PEPTIDES 
Chair:  Julian Whitelegge 
Room:  Delta Ballroom C 
WOCam 10:15 Post Translational Modifications of Mammalian 
Mitochondrial Membrane Proteins; Ian M Fearnley1; 
Joe Carroll1; Ruming Chen1; Judy Hirst1; Richard J 
Shannon1; J Mark Skehel2; John E Walker1; 1MRC 
Dunn Human Nutrition Unit, Cambridge, UK; 2Glaxo 
SmithKline, Stevenage, UK 
WOCam 10:35 A Solution-based Method for Multidimensional 
Analysis of Membrane Proteins; Josip Blonder1; 
Maria C Rodriguez-Galan2; King C Chan1; David A 
Lucas1; Carl F Schaefer3; Li-Rong Yu1; Kenneth H 
Buetow3; Thomas P Conrads1; Haleem J Issaq1; 
Howard A Young2; Timothy D Veenstra1; 1SAIC-
Frederick, Inc., Frederick, MD; 2National Cancer 
Institute at Frederick, Frederick, MD; 3National 
Cancer Institute, Bethesda, MD 
WOCam 10:55 Plant Membrane Proteomics: Mass Spectrometry 
and Bioinformatics Strategies; Myriam Ferro1; Daniel  
Salvi2; Romain Cahuzac1; Anne Marmagne3; Sabine 
Brugière1; Claire Ramus1; Erwan  Reguer4; Estelle 
Nugues4; Geneviève Ephritikhine3; Alain Viari4; 
Jérôme Garin1; Norbert Rolland2; 1CEA/Grenoble, CP, 
Grenoble, France; 2CEA/Grenoble, PCV, Grenoble, 
France; 3Institut des Sciences du Vegetal, Gif/Yvette, 
France; 4INRIA, Montbonnot, France 
WOCam 11:15 The Thylakoid Membrane Proteome from 
Arabidopsis thaliana Using Three Phase Partitioning 
and Mass Spectrometry: A New Tool for Membrane 
Proteomics; A. Jimmy Ytterberg; Jean-Benoit Peltier; 
Klaas J. van Wijk; Cornell University, Ithaca, NY 
WOCam 11:35 Integrating Mass Spectrometry into the Exploration 
of Membrane Transport Proteins; Adam B. 
Weinglass1; Julian P. Whitelegge2; Jose-Luis Vazquez-
Ibar1; Misha Soskine3; Piotr Mazurkiewicz4; Gerhard 
Ecker5; Peter Chiba5; Wil Konings4; Shimon 
Schuldiner3; Kym F. Faull2; H. Ronald Kaback1; 
1Howard Hughes Medical Institute, UCLA, Los 
Angeles, CA; 2Pasarow Mass Spectrometry Laboratory, 
UCLA, Los Angeles, CA; 3Hebrew University of 
Jerusalem, Jerusalem, Israel; 4University of Groningen, 
Groningen, The Netherlands; 5University of Vienna, 
Vienna, Austria 
WOCam 11:55 Detection and Tandem Mass Spectrometry of an 
Intact Protein-Drug Complex in a Micelle; Leopold 
L. Ilag1; Iban Ubarretxena-Belandia2; Christopher 
Tate2; Carol V. Robinson1; 1University of Cambridge, 
Cambridge, UK; 2MRC-LMB, Cambridge, UK 
HIGH THROUGHPUT SCREENING BY MS AND MS/MS 
Chair:  Ansgar Brock 
Room:  Delta Ballroom D 
WODam 10:15 Recent Developments and Trends in High-
Throughput MS and MS/MS Analyses; Jack  Henion; 
Colleen Van Pelt; Sheng Zhang; Zhiqi Hao; Ellen Pace; 
Kevin Howe; Advion BioSciences, Inc, Ithaca, NY 
WODam 10:35 Frontal Affinity Chromatography/MS/MS (FACMS) 
High Throughput Screening (HTS) Using Sol-Gel 
Columns Containing Captured Protein Targets; 
John D.  Brennan2; Thomas R.  Covey1; Richard J. 
Hodgson2; Yang Chen2; Zheng Zhang2; Dina 
Tleugabulova2; Xiaoming Zhao3; Michael Organ3; 
Michael A. Brook2; Peter Kovaric1; 1Sciex, Concord, 
Ont. Canada; 2McMaster University, Hamilton, Ont. 
Canada; 3York University, Toronto, Ont. Canada 
WODam 10:55 Population Proteomics: Addressing the human 
proteome diversity; Randall W. Nelson; Dobrin 
Nedelkov; Urban A. Kiernan; Eric E. Niederkofler; 
Kemmons A. Tubbs; Allan L. Bieber; Intrinsic 
Bioprobes Inc., Tempe, AZ 
WODam 11:15 Biomarker Discovery and Profiling Using Highly 
Multiplexed i-PROT Labels; Darin R Latimer; Cesar 
E.  Guerra; Li  Feng; Edward S.  Papacoda; Grant D. 
Carlson; Agilix Corporation, New Haven, CT 
WODam 11:35 Microscope Imaging Mass Spectrometry for High-
Throughput Analysis of Combinatorial Libraries; 
Liam A McDonnell1; Stefan L Luxembourg1; Todd H 
Mize1; Sander R Piersma1; Theo M Luider2; Ron M A 
Heeren1; 1FOM Institute AMOLF, Amsterdam, The 
Netherlands; 2Erasmus MC, Rotterdam, The 
Netherlands 
WODam 11:55 Maximum Entropy vs. Knowledge-Based Inference: 
Real-Time Quantitative Trawling of ESI-LC/MS 
Complex Mixtures; Peter Leopold1; Vladimir 
Georgiev1; Stuart Ray2; Robert Alecio2; Anthony 
Ferrige2; 1BioAnalyte Inc., South Portland, ME; 
2Positive Probability Ltd., Isleham, UK 
PROTEIN CONFORMATION AND BINDING 
Chair:  Kathrin Breuker 
Room:  Presidential Ballroom South 
WOEam 10:15 The Role of MS Protein-Ligand Binding Studies in 
Research and in the Pharmaceutical Industry; 
Joseph A. Loo; UCLA, Los Angeles, CA 
WOEam 10:35 Monitoring the Chaperone Assisted Folding of a 340 
kDa Hexameric Protein Complex by Mass 
Spectrometry; Esther  van Duijn1; Ron M.  Heeren2; 
Harm van Heerikhuizen3; Robert H. van den Heuvel1; 
Saskia M.  van der Vies3; Albert J.  Heck 1; 1Utrecht 
University, Utrecht, the Netherlands; 2FOM-Institute, 
Amsterdam,The Netherlands; 3Vrije University 
Amsterdam, Amsterdam, The Netherlands 
WOEam 10:55 Structure and Stability of Protein-Ligand 
Complexes in the Gas Phase Compared with 
Solution; Elena N. Kitova; Weijie Wang; John S. 
Klassen; University of Alberta, Edmonton, Canada 
WOEam 11:15 Competitive MS-Binding Assays; Klaus T. Wanner; 
Georg Ch. Höfner; Karin V. Niessen; Ludwig-
Maximilians-University of Munich, Munich, Germany 
WOEam 11:35 SUPREX: A New Analytical Method for the 
Thermodynamic Analysis of Protein Conformation 
and Ligand Binding; Michael C.  Fitzgerald; Kendall 
D.  Powell; Liyuan Ma; Susie Dai; Michael Z. Wang; 
Petra Roulhac; Yan Tong; Duke University, Durham, 
NC 
WOEam 11:55 Chemical Cross-Linking and FTICR Mass 
Spectrometry For Structural Modeling of 
Calmodulin / Peptide Complexes; Andrea  Sinz1; 
Daniela M.  Schulz1; Christian Ihling1; Stefan  
Kalkhof1; G. Marius  Clore2; 1BBZ / University of 
Leipzig, Leipzig, Germany; 2Laboratory of Chemical 
Physics, NlDDK, NIH, Bethesda, MD 
SINGLE PARTICLE AEROSOLE MS FOR BIOLOGICAL AND 
ENVIRONMENTAL ANALYSIS 
Chairs:  Matthias Frank and Eric Gard 
Room:  Presidential Ballroom North 
WOFam 10:15 Real-Time Characterization of Airborne Particles 
by Mass Spectrometry; Murray  Johnston; Michael 
